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FIGURE 1 
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FIGURE 2A 
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FIGURE 2B 
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FIGURE 3A 
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FIGURE 3B 
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FIGURE 4 A 
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FIGURE 4B 
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FIGURE 5 
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FIGURE 6 
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FIGURE 7 
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FIGURE 8 
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FIGURE 9 
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FIGURE 10 



Binding of BAK to CRL1005 Particles 
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FIGURE 1 1 



Dissolution of DNA/BAK Precipitates in D118 Above the Cloud Point 
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FIGURE 1 2 



Effect of CRL-1005 on the Particle Size Distribution of 
5.0 mg/mL DNA + 0.6 rnM BAK in PBS 
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FIGURE 1 3 



Effect of CRL-1005 on the Particle Size Distribution (by number) 
for 5.0 mg/mL DNA + 0.6 mM BAK in PBS 
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FIGURE 14 



Particle Size Distribution of CRL1005 in 

D113 and D118 
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FIGURE 15 



Distribution of CRL1005 Particle Sizes in 
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FIGURE 16 



Particle Size Distribution of CRL1005 in 

Formulation D1 45 
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FIGURE 17 



Stability of CRL-1005 Particle Size Distribution in D118a at 25°C. 
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